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ets oncogene 
human T cell leukaemia virus, transcription activation, 3137 
Euglena 
Rubisco small subunit, mRNA sequence, 333 
Evolution 
Drosophila development, fushi tarazu, segmentation, 3957 
gastropod gene structure, lamins, evolution, 4083 
Xenopus laevis intermediate filament proteins, gene structure, 
alternative splicing, 4073 
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Extracellular matrix 
Drosophila development, glutactin, 1219 
integrin 84 primary structure, 765 
integrin 84, 757 
mouse int-] protein secretion, 1569 
rat stromelysin gene promoter, transcription regulation, retinoic 
acid, 4443 


Factor X 
chick embryo tissue tropism, blood clotting, 
orthomyxovirus/paramyxovirus proteolytic activation, 4189 
Fatty acid acylation 
haemagglutinin, influenza virus, membrane fusion, 3857 
Female-lethal-2-d 
Drosophila sex determination, 2597 
Ferritin 
RNA binding protein, iron-responsive element, translation 
repression, 4127 
Fibroblast growth factor 
human FGF receptor, diversity, 2685 
Fibroin gene 
transcription, regulation, 489 
Fimbriae 
Bordetella pertussis transcription regulation, promoter, phase 
variation, 2803 
FIX 
human, hepatoma, transgenic mouse, 3295 
FKBP 
cyclosporin A, NF,B, calcium dependent signal transduction, 4425 
Flagellar motor defect 
Halobacterium, complementation, 355 
Sig 
human FGF receptor, diversity, tyrosine kinase, 2685 
Flower morphogenesis 
Antirrhinum deficiens gene, 605 
Fos protein 
glucocorticoid receptor, trans-regulation, 2827 
fos 
transcription factor PEA3, collagenase, 2241 
c-fos 
Fos protein, & 
p675**/p627C?, DNA binding protein, 1123 
rat glutathione transferase P gene, TPA responsive element, 
enhancer, 1131 
transcription, PDGF, DNA binding protein, serum responsive 
element, 4477 
Frameshift mutation 
paramyxovirus, glycoproteins, human respiratory syncytial virus, 
4181 
suppression by tRNA‘ anticodon stem mutant, 551 
Friend murine leukaemia virus 
glycoprotein gp55, erythroleukaemia, 2107 
Frog 
baculovirus, insect cell culture, amidating enzyme, calcitonin 
hydroxyglycine, 4259 
Fructose-1 
6-diphosphate aldolase, Plasmodium falciparum translation 
initiation, start/stop codons, 1645 
fushi tarazu 
Drosophila development, segmentation, evolution, 3957 
Drosophila DNA binding protein, 3967 


lucocorticoid receptor, trans-regulation, 2827 


G protein 
muscarinic acetylcholine receptor, Xenopus oocytes, signal 
transduction, 4381 
rat olfactory cilia, signal transduction, 2453 
S.pombe, ryhI gene product, 1949 
S.pombe, ypt2 gene product, 1957 
T cell antigen receptor, pertussis toxin, 3821 
G proteins 
cellular distribution, 363 
GABA receptor 
human/rat/bovine, y,/y2 subunits, benzodiazepine, 3261 
Galactosyltransferase 
human, protein engineering, 3171 
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GAPDH 
Trypanosoma cruzi glycosome import, retroposon, 2751 
GCN4 
yeast, amino acid biosynthesis, transcription, TATA element, 2951 
Gelsolin 
vertebrate, actin binding, cytoskeleton, calcium, 4103 
Gene activation 
leukaemia, granulocyte macrophage colony stimulating factor, 
intracisternal A-particle, 1087 
Gene amplification 
Leishmania tarentolae plasmid gene amplification, methotrexate 
resistance, 1027 
Gene cluster 
human muscle Myf-6, chromosome 12, 821 
Gene clusters 
antibiotic biosynthesis, ACV synthase, 741 
Gene conversion 
B cell immunoglobulin genes, avian leukosis virus, 921 
mouse lysozyme gene, duplication/divergence, 1283 
Trypanosoma brucei antigenic variation, 1035 
Gene expression 
Drosophila chorion, 1457 
tissue-specific, conferred by CaMV 35S enhancer, 1677,1685 
Gene rearrangement 
hepatitis B virus, 1137 
human T cell leukaemia, tal-1 gene, 3343 
T cell receptor genes, gene rearrangement, polymerase chain 
reaction, 1057 
Gene structure 
gastropod intermediate filament proteins, evolution, lamins, 4083 
Xenopus laevis intermediate filament proteins, gene structure, 
evolution, 4073 
Gene transferral 
EMBO Medal Review, mouse, stem cells, 3025 
Genomic variation 
HIV-1, reverse transcriptase, 1583 
Glial cell 
proenkephalin expression, 1787 
Globin genes 
B-globin, dominant control region, 233 
B-globin 
dominant control region, erythroid factors, 2169 
human erythroleukaemia, dominant control region, 2159 
B-glucanase 
style-specific, tobacco,. 3429 
Glucocorticoid 
progesterone receptor, MMTV-LTR, NFI, 2233 
Glucocorticoid hormone 
responsive genes, transcription regulation, individual template 
assay, Mouse mammary tumour virus, 2835 
Glucocorticoid receptor 
Fos protein, trans-regulation, signal transduction, 2827 
promoter and enhancer activation, 481 
Glucose repression 
yeast, Wilms’ tumour, zinc finger, early growth response, 2891 
Glucose transporter 
Arabidopsis, heterologous expression, yeast, 3045 
a-glucosidase 
homology with hSP and pS2, 407 
Glutactin 
Drosophila development, extracellular matrix, 1219 
Glutathione transferase P gene 
c-jun/c-fos, 1131 
Glyceraldehyde-3-phosphate dehydrogenase 
Trypanosoma cruzi glycosome import, retroposon, 2751 
Glycine receptor 
human fetal brain, strychnine, chromosome mapping, X 
chromosome, 771 
Glycogen synthase kinase-3/F , 
rat c-jun, PCR, 2431 
Glycoprotein 
HT7 antigen, blood—brain barrier, chick brain embryogenesis, 
2151 
membrane structure, nuclear pore complex, 1495 
mouse interleukin 5 receptor, B cells/T cells, cytokine receptor 
family, 4367 
Trypanosoma brucei VSGs, dolichol, membrane anchor, 4249 





Glycoproteins 
chick embryo tissue tropism, blood clotting, 
orthomyxovirus/paramyxovirus, proteolytic activation, 4189 
paramyxovirus, frameshift mutation, human respiratory syncytial 
virus, 4181 
Glycoprotein gene 
Trypanosoma brucei, transcription/translation, promoters, 2791 
Glycosome 
Trypanosoma cruzi GAPDH, 2751 
Glycosylase 
DNA alkylation/damage, yeast, 4569 
E.coli alkA gene, yeast, alkylation, DNA repair, 4563 
rat DNA repair, APDG gene, 3337 
Glycosylation 
role of protein disulphide isomerase, 3527 
G,-like protein 
Drosophila memory mutant, ADP-ribosylation, 1449 
Goldfish 
optic nerve regeneration, piscine plasminogen, 2471 
Golgi 
rab/ras, GTP binding protein, vesicular transport, 2375 
Golgi apparatus 
LRP proteolytic cleavage, 1769 
Gonads 
Drosophila temperature sensitive mutants, yolk protein gene, sex 
determination, 3975 
gp55 
F-MuLV, erythroleukaemia, 2107 
Gram-negative bacteria 
Pseudomonas aeruginosa secretion, membrane translocation, signal 
peptide, 4323 
Granulocyte macrophage colony stimulating factor 
leukaemia, intracisternal A-particle, 1087 
Growth 
cell proliferation, p53/p34°4**, SV40 large T, 2885 
maximization strategy, E.coli tRNA abundance, codon preference, 
major/minor codons, 4359 
Growth arrest 
yeast ypt/] genes, 1417 
Growth control 
p53 tumour suppressor protein phosphorylation, 3253 
Growth factor receptors 
(EGF/PDGF), cellular substrates (PLCy/GAP), tyrosine 
autophosphorylation, 4375 
GTP binding protein 
rab/ras, vesicular transport, 2375 
signal recognition particle, UV crosslinking, endoplasmic 
reticulum, RNA-—protein interaction, 4511 
Guard cells 
plasma membrane, calcium, stomata, patch-clamp technique, 3889 


Ha-ras 
bovine leukaemia, oncogenes, transformation, 1577 
Haemagglutinin 
crystal structure, 17 
folding/assembly/secretion, protein translocation, 631 
HA-mediated membrane fusion, influenza virus, 4231 
influenza virus, fatty acid acylation, 3857 
T cells, recognition, mutation, influenza virus, 3849 
Haemopoietic cells 
differentiation, 1823 
Haemopoietic growth factor 
mouse transmembrane kinase receptor, c-kit receptor, W locus, 
KL, 3287 
Hair loss 
transgenic mice, wool intermediate filament gene, 1485 
Halobacterium 
photophobic response, signal transduction, 355 
Hapten— Fab interaction 
somatic mutations, immune response, anti-2-phenyloxazolone, 3807 
Hatching enzyme 
sea urchin development, zygotic transcription, 3003 
Heat shock proteins 
Chlamydomonas reinhardtii mRNA processing, 2657 
E.coli HSP70, DnaK, chaperones, sigma 32 subunit, 4027 
hsp90, effect on dioxin receptor, 69 
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Heat stress genes 
tomato transcription factors, yeast, 4495 
Heat stress protein 
yeast mitochondria, membrane translocation, 4315 
Helix aspersa 
gastropod intermediate filament proteins, evolution, lamins, 4083 
Helix—loop—helix domain 
tal gene, T cell acute lymphocyte leukaemia, 415 
Hepatitis B virus 
encapsidation/packaging signal, 3389 
gene rearrangement, hepatocellular carcinoma, 1137 
X protein, and transcription activation, 1889 
X protein, pol II and III promoter trans-activation, 497 
Hepatocellular carcinoma 
hepatitis B virus, gene rearrangement, 1137 
Hepatocyte 
transcription regulation, differentiation, HNFI, 2257 
Hepatoma 
human FIX, transgenic mouse, 3295 
Heterocyst 
Anabaena, nif gene, 3379 
Heterogeneous nuclear RNA 
human alternative splicing, hnRNP proteins, 1229 
Hippocampus 
mouse BDNF distribution, nerve growth factor, 2459 
Hirudin 
blood clotting, crystal structure, 2361 
Histones 
chicken erythrocytes, chromatin structure, active/inactive genes, 
3997 
HI/HS5, nucleosome structure, chromatin stability, 1651 
sea urchin sperm H1 and H2B, DNA binding motif, 805 
Xenopus nucleosome assembly, 1309 
HIV-1 
human T cell leukaemia virus, rev/rex, 4155 
tat protein, transcription trans-activation, 4145 
HMG-CoA reductase 
rat liver, 2439 
Holliday junctions, see DNA junction 
583 
DNA repair T4 endonuclease VII, 2931 
Homeobox 
chick embryo pattern formation, polarizing region, 3093 
Drosophila bicoid gene, pattern formation, RNA localization, 2977 
Drosophila bithorax complex, Abdominal-B/polycomb, 
embryogenesis, 4277 
Drosophila eve, murine homologue, 1839 
genes, zebrafish, 515 
Homeodomain 
NMR, Antennapedia, DNA binding protein, 3085 
Homologous recombination 
transgenic tobacco protoplasts, T-DNA transfer, 3077 
hsp70 
mitochondria protein import, ornithine carbamoyl transferase, pre- 
sequence binding, 3201 
yeast mitochondria, membrane translocation, 4315 
hsp70 gene 
cAMP dependent protein kinase, transcription regulation, 2543 
HT7 antigen 
blood—brain barrier, chick brain embryogenesis, 2151 
HTLV-1 
human T cell leukaemia virus, transcription activation, 3137 
HU protein 
E.coli DNA replication, 2341 
Human 
adenovirus early promoter, NF,B, 4435 
adenovirus type 12, hamster cell permissivity, mitigator sequence, 
1615 
adrenergic receptor, ligand binding, random mutagenesis, 2679 
alternative splicing, heterogeneous nuclear RNA, hnRNP proteins, 
1229 
Alzheimer’s disease, tau protein, alternative splicing, microtubule 
assembly, 4225 
annexin V, membrane proteins crystallography, calcium channel, 
3867 
CD2 gene transcription enhancer, T cell differentiation, 3129 
cells, cytotoxicity, mouse mammary tumour virus, 2989 
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DNA polymerase a/SV40 T antigen binding, 3329 
Drosophila, PTPase gene family, tyrosine phosphorylation, 3241 
DS K RNA gene, footprinting, regulatory elements, 711 
embryonal carcinoma cells, RNA-dependent DNA polymerase, 
reverse transcriptase, 3363 
ets oncogene, transcription activation, DNA binding protein, 3137 
fetal brain glycine receptor, strychnine, chromosome mapping, 771 
FGF receptor, diversity, flg/bek, 2685 
galactosyltransferase, protein engineering, 3171 
B-globin dominant control region, erythroid factors, 2169 
B-globin dominant control region, erythroleukaemia, 2159 
hepatoma, transgenic mouse, FIX, 3295 
HIV LTR, enhancer, transcription regulation, 4417 
HIV-1 replication/integration, 1551 
HTLV-1, enhancer binding protein, leucine zipper, 2537 
IgH, cosmid cloning, somatic cell hybrids, 2501 
immunodeficiency virus 1 tat protein, latency, protein kinase C, 
1165 
immunodeficiency virus type 1, tat, differential splicing, 965 
immunodeficiency virus, CpG methylation, DNA binding protein, 
1157 
immunoglobulin V, gene, Alu sequences, amplification, 1535 
leg muscle cDNA library, acetylcholine receptor subunit isoforms, 
2101 
leukaemia virus/immunodeficiency virus, envelope protein, syncytia 
formation, 4243 
liver specific gene expression, C-reactive protein, transcription 
factor HNF-1, 4467 
muscle, DNA binding protein Myf-6, chromosome 12, 821 
nucleotide excision repair, yeast RAD3, 1437 
oestrogen receptor/responsive element, transcription activation, 
2221 
oestrogen receptor, transcription activation, agonist, 2811 
oncogenes, p> gene mutation, 1595 
progesterone receptor, oestrogen responsive element, alternative 
promoters, 1603 
rat/bovine GABA receptor 7/72 subunits, benzodiazepine, 3261 
RU486, progesterone receptor, transcription activation, 3923 
T cell leukaemia virus type 1, DNA binding protein, Tax 1 
sequence motif, ATF/HEB1/HEB2, 957 
T cell leukaemia virus, HIV-1, rev/rex, 4155 
T cell leukaemia virus, interleukin 2 receptor, MRNA regulation, 
p27", 4161 
T cell leukaemia, gene rearrangement, tal-1 gene, 3343 
T cell tumour promoter (alternative), chromosome 12, 857 
urokinase plasminogen activator internalization/degradation, 1079 
X chromosome inactivation, A1S9 locus, 2923 
Human genome 
chromosome 1, chromosome translocation, T cell acute lymphocyte 
leukaemia, 415 
chromosome 21, mapping, 1853 
chromosome 21, pulsed-field electrophoresis, 25 
subtelomeric repeats, recombination, 505 
tal gene, encodes helix—loop—helix domain, 415 
Human immunodeficiency virus 
HIV-1/EIAV, Mg’*-dependent topo 1, retrovirus core, 4167 
revirex, 4155 
tat protein, RNA binding protein, transcription trans-activation, 
4145 
Human immunodeficiency virus 1 
HIV-1 reverse transcriptase, genomic variation, 1583 
replication/integration, human T cells, 1551 
ribonuclease H cleavage, reverse transcriptase, 1171 
Human placenta 
yeast RAD6 gene, DNA repair, 1431 
Human respiratory syncytial virus 
paramyxovirus, glycoproteins, frameshift mutation, 4181 
Human testis determining gene 
mouse Zfy retrotransposon, zinc finger proteins, 1529 
Hybrid dysgenesis 
I-R, I factor transposition, 3557 


IB1075 gene 
mouse, consequences of ablation, 395 
IgD/IgM 


-associated glycoproteins, signal transduction, murine lymphocytes, 
2117 
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IGH gene complex 
Vy region, physical organization, 2-dimensional DNA 
electrophoresis, pulsed field gel electrophoresis, 3303 
IgM/IgD 
-associated glycoproteins, signal transduction, murine lymphocytes, 
2117 
IMEI gene 
yeast meiosis, cAMP cascade, 3225 
Immune response 
anti-2-phenyloxazolone, hapten—Fab interaction, somatic mutations, 
3807 
T cell recognition, major histocompatibility complex, antigen 
binding, 4215 
Immunodeficiency virus 
human HIV LTR, enhancer, transcription regulation, 4417 
human leukaemia virus, envelope protein, syncytia formation, 4243 
Immunoglobulin 
human—rodent somatic cell hybrids, IgH. 2501 
mouse B cells differentiation, Ig expression, 2493 
promoter, octamer factors, 3109 
Vy region, physical organization, 2-dimensional DNA 
electrophoresis, pulsed field gel electrophoresis, 3303 
VC, chains domain structure, binding site autonomy, 1051 
Immunoglobulin V , 
human, Alu sequences, gene amplification, 1535 
Immunoglobulins 
intracellular assembly, 101 
Immunoglobulin enhancer 
IgH Ep, causes deregulation of L-myc expression, 3659 
Immunoglobulin genes 
avian leukosis virus, B cell gene conversion, 921 
DJ and VDJ rearrangement, control, 117 
ontogeny, allelic and subtypic exclusion, 435 
rearrangement, \ locus, 435 
Influenza virus 
HA and M proteins bound by HLA-DR1, 1797 
HA-mediated membrane fusion, 4231 
haemagglutinin folding/assembly/secretion, 631 
haemagglutinin, structural alteration by amantadine, 3469 
haemagglutinin, T cells, recognition, mutation, 3849 
membrane fusion mutant, haemagglutinin, 17 
membrane fusion, fatty acid acylation, haemagglutinin, 3857 
Influenza B virus 
translation termination/reinitiation, BM2 protein, tandem cistrons, 
2639 
Initiation factor 
eukaryotic translation, RNA-binding protein, 2783 
mouse transcription, rRNA genes, protein phosphorylation, 2857 
Inositol 1,4,5-triphosphate 
receptor, calcium channel, endoplasmic reticulum, signal 
transduction, 3893 
role in membrane transport, characean algae, 1737 
Insect 
locust nicotinic acetylcholine receptor, a/xbungarotoxin, Xenopus 
oocyte, 4391 
Insect cell culture 
frog skin, baculovirus, amidating enzyme, calcitonin 
hydroxyglycine, 4259 
Insect immunity 
Phormia terranovae defensin/diptericin, 2507 
Insertion sequence 
cointegrate formation, IS2/ tandem repeat, transposition, 4055 
Insulin 
receptor, alternative splicing, 2409 
Insulin secretion 
calcium levels, NAD(P)H, 53 
int-1 protein 
mouse extracellular matrix, proto-oncogene, 1569 
int-2 
mouse epithelium, mammary gland tumorigenesis, 907 
Integration host factor protein 
bacteriophage P1 replication, copy plasmid segregation, 991 
Integrin 
structure/properties, cell adhesion, vitronectin receptor, 1561 
Integrin 6, 
fibronection type III repeat, extracellular matrix, 757 
primary structure, 765 





Interferon 
mouse L-929 cells, mitochondrial mRNAs, cytochromes, cell 
growth, 4307 
mouse T lymphocyte, recombination, 2485 
resistance, Epstein—Barr virus, 147 
Interferon stimulated response element 
IFNa/IFNB synergy, 1105 
Interleukin 
IL-5 dependent subclone of LyD9, 1823 
IL-5 gene activation by IAP element transposition, 1823 
IL-6, gene expression regulation, 1897 
Interleukin 1 
NFxB, simian virus 40, regulatory elements, rat T cell line, 929 
secretion, signal sequence, endoplasmic reticulum, 1503 
Interleukin 2 
T lymphocyte transcription factors, cyclosporin A, 2529 
Interleukin 3 
apoptosis, bone. marrow, calcium ionophore, 2997 
Interleukin 4 
mouse Ef gene, DNA binding protein, 1543 
Interleukin 2 receptor 
human T cell leukaemia virus, mRNA regulation, p27"*, 4161 
Interleukin 5 receptor 
mouse B cells/T cells, cytokine receptor family, glycoprotein, 4367 
Interleukin 6 
induces CRP gene binding factor, 457 
Intermediate filament proteins 
gastropod gene structure, alternative splicing, evolution, 4083 
Xenopus laevis gene structure, lamins, evolution, 4073 
Intermediate filaments 
associated proenkephalin, 1787 
rat cytoskeleton, a-internexin, 749 
Interphase 
Trypanosoma brucei nuclear chromatin organization, mini- 
chromosome, 2611 
Intestine 
microtubules, membrane proteins, transcytosis, 3163 
Intrachromosomal recombination 
Nicotiana tabacum, role of repeated DNA sequence, 3437 
Intracisternal A-particle 
leukaemia, granulocyte macrophage colony stimulating factor, gene 
activation, 1087 
Intron 
RNA-directed RNA polymerase, group II, retrotransposon element, 
3353 
self-splicing, Podospora anserina mitochondria, 2289 
Zea mays En/Spm transposable element, RNA splicing, 
anthocyanin pathway, 3051 
In vitro transcription 
mouse hepatitis virus, leader-primed transcription, coronavirus 
mRNA, 4173 
Iron-responsive element 
ferritin, RNA binding protein, translation repression, 4127 
ISB10 transposase 
antisense RNA, ribosome binding, 1267 
E.coli RNA stability, 1259 
ISB21 tandem repeat 
transposition, insertion sequence, cointegrate formation, 4055 


c-jun 
rat glutathione transferase P gene, TPA responsive element, 
enhancer, 1131 
rat glycogen synthase kinase-3/F,, PCR, 2431 


Kainic acid 
NGF and BDNF mRNA regulation, 3545 

c-kit receptor 
mouse transmembrane kinase receptor, haemopoietic growth factor, 
W locus, KL, 3287 

KL 
mouse transmembrane kinase receptor, haemopoietic growth factor, 
c-kit receptor, W locus, 3287 

Kriippel gene 
Drosophila cis-regulation, maternal organizer, 2587 
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lac gene repressor 
E.coli DNA binding protein, 615 
lac operon 
transcription repression, DNA loops, 973 
Pre-G-lactamase 
E.coli protein transport, chaperonin, 2315 
LamB 
precursor, protein export, 1777 
Lamins 
gastropod gene structure, evolution, 4083 
Xenopus laevis intermediate filament proteins, gene structure, 
evolution, 4073 
a-latrotoxin 
receptor, characterization, 2023 
Leader peptidase 
E.coli secretion, membrane proteins, 2717 
Leader-primed transcription 
coronavirus mRNA, in vitro transcription, mouse hepatitis virus, 
4173 
Leishmania tarentolae 
methotrexate resistance, plasmid gene amplification, 1027 
Leucine zipper 
human HTLV-1 enhancer binding protein, 2537 
Leukaemia 
gene activation, granulocyte macrophage colony stimulating factor, 
intracisternal A-particle, 1087 
murine B cells N sequences, V,,DJy joining, 2133 
oncogenes Ha-ras, transformation, 1577 
Leukaemia virus 
human immunodeficiency virus, envelope protein, syncytia 
formation, 4243 
Leukocyte 
protein tyrosine phosphorylation, kinase/phosphatase, 2399 
LHCP 
photosynthesis, Su mutation, tobacco, 4197 
Ligand binding 
berenil —dodecanucleotide complex, molecular modelling, crystal 
structure, 1329 
chimeric adrenergic receptors, E.coli, 1471 
human adrenergic receptor, random mutagenesis, 2679 
Light regulated genes 
asparagine synthetase, pea, 323 
Nicotiana plumbaginifolia, cabE gene, light regulation, 3415 
Light regulation 
barley psbD-psbC promoter, chloroplast gene expression, 
4485 
Chlamydomonas reinhardtii mRNA processing, 2657 
Liposomes 
E.coli membrane transport, bacteriophage M13 procoat protein, 
2723 
Liver 
acute phase response, specific gene expression, human transcription 
factor HNF-1, 4467 
acute-phase response, angiotensinogen gene, DNA binding protein, 
3933 
rat HMG-CoA reductase, cholesterol, 2439 
Locust 
insect nicotinic AChR, a/xbungarotoxin, Xenopus oocyte, 4391 
Low density lipoprotein receptor-related protein 
post-translational processing, 1769 
Ltk receptor 
translation initiation, neuron, 2279 
Lymphocytes 
cyclosporin A/FKBP, NF,B, calcium dependent signal 
transduction, 4425 
human adenovirus early promoter, NF,B, 4435 
6-lysin 
Staphylococcus aureus virulence genes, 1391 
Lysis 
AS gene, pore formation, 981 
Lysosomal enzyme 
secretion, dependence on mannose 6-phosphate receptor, 3507 
Lysosome 
LAP, targeting, 3497 
Lysozyme 
chicken, transgenic mouse, tissue-specificity, 2843 
gene duplication/divergence, 1283 
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M13 
coat protein, membrane translocation, sec dependence, 2385 
Maize 
anthocyanin biosynthesis, transcription factors, 2517 
transgenic protoplasts, barley stripe mosaic virus, plant viral 
vector, 2663 
Major histocompatibility complex 
class I gene, transcription regulation, 127 
class II glycoprotein, HLA-DR1, peptide binding, 1797 
class II molecules, endocytosis, mouse B cells, 3489 
human adenovirus early promoter, NF,B, 4435 
mouse Ef gene, DNA binding protein, 1543 
T cell recognition, antigen binding, immune response, 4215 
T cells, alternative splicing, Qa-2, signal transduction, 3839 
Mammary gland 
int-2, mouse, tumorigenesis, 907 
Mammary tumour virus 
human cells, cytotoxicity, 2989 
Mannose 6-phosphate receptor 
required lysosomal enzyme secretion, 3507 
Mast cell differentiation 
effects of W locus mutation, 1805 
Maternal organizer 
Drosophila Kriippel gene cis-regulation, 2587 
Mating pheromones 
yeast conjugation, 1401 
Maturase 


mitochondria, CBP7 gene nuclear cofactor, mRNA processing, 


2765 
Maturation promoting factor (MPF) 
regulation of cytoplasmic polyadenylation, 3743 
MDR.-like export 
E.coli protein secretion, colicin V, 3875 
Measles virus 
genome reconstruction, 379 
Meiosis 
yeast conjugation, transcription control, pat] kinase, 1401 
yeast IME] gene, cAMP cascade, 3225 
Membrane 
Drosophila development, extracellular matrix, 1219 
nuclear pore complex, glycoprotein, 1495 
Membrane anchor 
Trypanosoma brucei VSGs, glycoprotein, dolichol, 4249 
Membrane fusion 
fatty acid acylation, haemagglutinin, influenza virus, 3857 
influenza virus, haemagglutinin, 4231 
Membrane glycoproteins 
T cell, nerve growth factor receptor, OX40, 1063 
yeast, myoinositol incorporation, 653 
Membrane insertion 
cytochrome P450, endoplasmic reticulum, targeting/anchoring, 
2391 
Membrane proteins 
E.coli protein export, secD locus, 3209 
E.coli secretion, leader peptidase, 2717 
human annexin V, calcium channel, crytallography, 3867 
intestine epithelium, transcytosis, microtubules, 3163 
poliovirus, alternative splicing, secretion, 3217 
yeast protein import, mitochondria, 3191 
Membrane receptor 
Drosophila Toll gene, cellular adhesion, development, 
4297 
Membrane structure 
signal peptide, *'P NMR, 815 
Membrane translocation 
M13 coat protein, sec dependence, 2385 


Pseudomonas aeruginosa secretion, pullulanase, signal peptide, 


4323 
yeast mitochondria heat stress protein, 4315 
Membrane transport 
characean algae, effect of inositol 1,4,5-triphosphate, 1737 
E.coli liposomes, bacteriophage M13 procoat protein, 2723 
E.coli secretion, leader peptidase, 2717 
Membrane/microfilament 
vinculin structure, antibody mapping, 2071 
Memory 
Drosophila mutant, ADP-ribosylation, 1449 


4596 


Metal ion—DNA interaction 
Y-shaped, DNA junction, structure, 1659 
Metalloproteinase 
rat stromelysin gene promoter, transcription regulation, retinoic 
acid, 4443 
Methomyl 
sensitivity, role of T-URF13 protein, 339 
Methotrexate 
Leishmania tarentolae, plasmid gene amplification, resistance, 1027 
Methylation 
Bacillus subtilis, protein—DNA interaction, restriction, sequence- 
specificity, 1007 
human immunodeficiency virus, DNA binding protein, 1157 
transgenic DNA, gene expression, 5-aza-cytidine, 4409 
Methylation of DNA 
in tomato chromoplasts, 307 
Microfilament/membrane 
vinculin structure, antibody mapping, 2071 
82-microglobulin 
chemotaxis, chick embryo bone marrow/thymus, 3315 
Microtubule assembly 
human tau protein, Alzheimer’s disease, 4225 
Microtubules 
intestine epithelium, membrane proteins, nocodazole, 3163 
mitosis, STOP protein, 4095 
role in transcytosis, 3515 
Mini-chromosome 
Trypanosoma brucei nuclear chromatin organization, 2611 
Mitigator sequence 
hamster cell permissivity, human adenovirus type 12, 
chloramphenicol acetyl transferase, 1615 
Mitochondria 
hsp70, protein import, ornithine carbamoy] transferase, pre- 
sequence binding, 3201 
maturase, CBP7 gene nuclear cofactor, mRNA processing, 
2765 
mouse L-929 cells, cytochromes, cell growth, interferon, 4307 
Podospora anserina self-splicing group II intron, 2289 
RNA editing, Oenothera, 263. 
RNA editing, trypanosomes, 257 
yeast heat stress protein, membrane translocation, 4315 
yeast mRNAs, RNA binding protein, RNA secondary structure, 
4135 
yeast protein import, membrane proteins, 3191 
Mitochondrial DNA 
tRNA, Caenorhabditis elegans, Ascaris suum, 3405 
Mitosis 
BHK21 cells, cdc2 kinase, okadaic acid, 4331 
Drosophila cell cycle, cyclin, 2563 
microtubules, STOP protein, 4095 
Xenopus cell cycle induction, cyclins, cde2 kinase, 2865 
Mitotic recombination 
Nicotiana tabacum, role of repeated DNA sequence, 3437 
Mitotic spindles 
microtubules, STOP protein, 4095 
Molecular modelling 
berenil —dodecanucleotide complex, ligand binding, 1329 
Morphogen 
Dictyostelium DIF-1 binding protein, development, 3323 
Mouse 
B cells differentiation, Ig expression, signal transduction, 2493 
B cells/T cells, interleukin 5 receptor, cytokine receptor family, 
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